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Human HDAC9 qPCR Primer Pair
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QHO07261S Human HDAC9 gPCR Primer Pair 200X
FEamiE T
» Human HDAC9 qPCR Primer Pair, BIAHDAC9 qPCR5I#%f, FZMH T AT SYBR GreenfJqPCR. One-Step qRT-PCREX

>

semi-quantitative PCR, A5¥afskiit. £idqPCRIIE. FRAIS YWY,
gPCR (Quantitative PCR)BIE&PCR, WHRELH % E BPCRE LM & & PCR (Real-time quantitative PCR). SZHfPCR
(Real-time PCR), /E—M{EDNAY R MIIFEF, PATOLEBNEF DI RATE RN (PCRERE=YEREN L, qPCRE
PRI 5 2SYBR GreenF i EHRHAMIIREHE, SYBR Greenué ekl B M AW A UL, JER R IVDNALE & 4kl
SYBR Greens AU PCRISFEHFIEIPCRY /= ; MitRETi%(Probe method), WA #F A TagManiRErE, MERADE LS
B, TR A IR EE AR K E A (Quencher) ARIC I DNATREHE M RUE IS PCRAGIIY B AR 741 (1,2]0

X TSYBR Green¥GuklE, FIMEXREL, REFSIVW-HRABARIFENGIEHELE, e TRIFEERE, R4
B, VSRS, 5IM_RERERAERK, qPCREGETISE; ARFRF5 1PN —RATESSMNE T (Span exon junctions), MG T X
HRNHADNA (gDNA)Y#[3,4]; RRZFINEIWF=RAEFEER, JLPFEE THAEARVNENER; 31N TmHELI60°C, K245
=) (Amplicon) UK EZ190-160bp, R = KIETRALE A& ME 5@ G Y E (Primer Panel/Primer Array),

AP ATIRGE TR, S8 & ER519% (Forward primer, AR _EH7519) & A51% (Reverse primer, FR NilF5(49)%
1nmol, ##2nmol, ~&EEEES(Nuclease-free), HFEIMA400pBAKIAMRK2.5uM each, BRI, 1%20ulsk25ulikZ
R2ul51Y, AF=&EE R DA T200/RgPCRE S,
Gene Information

Gene Name histone deacetylase 9
Gene Symbol HDAC9
Synonyms HD7; HD9; HD7b; HDAC; HDRP; MITR; HDAC7; HDAC7B; HDAC9B; HDACI9FL
Organism Human
Gene ID 9734
UniProt ID Q9UKV0
Main Accession No. NM_178425

Other Accession No.

NM_001204144,
NM_001321868,
NM_001321873,
NM_001321878,
NM_001321887,
NM_001321894, NM_001321895, NM_001321896,
NM_001321899, NM_001321900, NM_001321901, NM_001321902, NM_014707,
NM_058176, NM_058177, NM_178423, NM_178425, NR_135835 NM_001321891,
NM_178425.1, NM_178425.2, NM_178425.3, NM_014707.1, NM_014707.2, NM_178423.1,
NM_178423.2, NM_058176.1, NM_058176.2, NM_001204147.1, NM_001204147.2,
NM_001204145.1, NM_001204145.2, NM_001204146.1, NM_001204146.2,
NM_001204148.1, NM_001204148.2, NM_001204144.1, NM_001204144.2, NM_058177.1,
BC092441,  BC111735, BC150328, BC152405, BQ575888, NM_001204145.3,
NM_001204148.3, NM_178423.3, NM_001204147.3, NM_001204144.3, NM_014707.4

NM_001204145,
NM_001321869,
NM_001321874,
NM_001321879,
NM_001321888,

NM_001204146,
NM_001321870,
NM_001321875,
NM_001321884,
NM_001321889,

NM_001204147,
NM_001321871,
NM_001321876,
NM_001321885,
NM_001321890,
NM_001321897,

NM_001204148,
NM_001321872,
NM_001321877,
NM_001321886,
NM_001321893,
NM_001321898,

Map Location

7p21.1

Pathway

Notch Signaling; T-Cell/B-Cell Activation; Protein Acetylation Signaling Pathway; Cell
Cycle, Checkpoint Control and DNA Damage

Gene Summary

Histones play a critical role in transcriptional regulation, cell cycle progression, and
developmental events. Histone acetylation/deacetylation alters chromosome structure
and affects transcription factor access to DNA. The protein encoded by this gene has
sequence homology to members of the histone deacetylase family. This gene is




orthologous to the Xenopus and mouse MITR genes. The MITR protein lacks the
histone deacetylase catalytic domain. It represses MEF2 activity through recruitment of
multicomponent corepressor complexes that include CtBP and HDACs. This encoded
protein may play a role in hematopoiesis. Multiple alternatively spliced transcripts have
been described for this gene but the full-length nature of some of them has not been

determined. [provided by RefSeq, Jul 2008]

Amplicon Information

Amplicon Length (bp) | 126

NCBI mRNA ID

NM_178425.4

NCBI Protein ID

NP_848512.1

Ensembl Transcript ID

ENST00000686413.1

Ensembl Gene ID ENSG00000048052.25
Ensembl mRNA ID HDAC9-232
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2Rl (Ot B IR IR R EEDNAF I TmfE), WHIRA —Fsa—r=8); RERhZ BN, Zlgsizigie, mJRe2s5Y)
CRASARR R, FAERLRADNATGR, WIS R, BB E AR SR A (No template control, NTC),
B SRR Z L & BRI DAINIIRT A SR EHL 73, ARFEAE S FLRITC RO IR LA R h £k 2 5%, AT AT R A EAES |Y) —RIARHE

HUAERE S PED I

R NARRIEAEY =155, ARG R gPCR Mix,
AT AR T LA BHIREADT ], AR TIRKSHEERTY, AMEATRMEE M, MR EEEEN.
NTIERZERGERE, EFLRIRHF R ETERE,

fERFE:

PCRIZMAB RV E :

a. JHEA R, 3000-8000 X gE L 15r8h, PARGIFREM 519 TR B, BEMA400ulEIK, Joklrss BRI 8k, &

JEEONUPEE.O)LR, FHEEERERERITIRS, W18400u] 2.5uM eachfyPrimer Mix, B4k & F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

. RUfRITIR 5 PCRIR M AT % 1Y & AT . SYBR Green qPCR Mix T 5E 2 Al RS G & Fokin Lsivk&E W, #HHEEH

BeyoFast™ SYBR Green qPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Fii54%) (D7501/D7503/D7507)8(BeyoFast™ SYBR Green One-Step

qRT-PCR Kit (Bii54¢) (D7509).

c. BEFREZESKA LREPCRRIMIKZR, PO6TLIRFIBeyoFast™ SYBR Green qPCR Mix (2X)Jfil.

Reagent Volume for One PCR Reaction
SYBR Green qPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul

TEL: JEH S IPHZIRIEN0.2-0.5uM eacht AIZRIT RAFARIURCR, HaTARIEEL7E0.1-1.0uM eachiEEINIAEE S|P HIZ
K,

12: EHEDNABRAEDL-10ng cDNANZERE, FARYREENR - SHK BRE R IEBRE, a0, aliik
R RO AR TR AR, DARE AR fEFH & . RT-PCR SR cDNA BEHEAF BRI, Hahn & A2
PCRZLEAFINI10%,

3 96FUMRAIHER: SR ZoN20u], AT DURIESEPRSEIRTRR, 2 ELBI Relkids N W iR 2o
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T4 BUORE RIS BE M B4,

d. AR REITIR S S M VortexiR S, =R BEOEFD, MRATIRTEIR, H#5 8 H BeyoFuge™ B:Al B ALAR B 0L
(F\ERX, 2500rpm) (E6758)HH THLIEE L,

e. ¥XEFHIPCRN ESPCRI MR E T3 EBPCRIL I, FFIAEBPCR M,

. PCRIZPIFESF:

fEReal-time PCR M AT THARMIFIAN:, EHILENISC 258, B 2SEGCHMIE Y EK I ZES-1058, AREFZLA
ABI QuantStudio™ 6 Flexi& Y€ & PCR{CHH:

WA 95°C 2434,

AFPE: 95°C 15%D;

BK/EM: 60°C 15-30FD;

HESEDMD B, D40 MER,

YRS (FT3%) . 95°C 15, 60°C 1589, 95°C 15%b;

f. (EHZOEE RPCRIGRBERIER I 73 HT 4 R

H: PAEZEBINERQPCRIRNV 2258, (WESE, LR RV FFREN. 5IWFENEARM& S, FREGNR. 5%, BRA
BB RO E B R RN A, AR LUK S dE /N NAR R, EIR AT EqPCR, WIHSRH =25 15qPCR, HFEAEIE K /HE(H
JEIM—72°C 30%), RHIGEE D, cRIEMINIX—HBIL40MEIRETA],

o0 o
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QHO00001 Human ACTB gqPCR Primer Pair 200/1000/5000¢%
QHO00005 Human B2M gPCR Primer Pair 200/1000¢X
QHO00009 Human GAPDH qPCR Primer Pair 200/1000/5000¢X
QHO00013 Human GUSB gPCR Primer Pair 200/1000¢%
QHO00017 Human HCK gPCR Primer Pair 200/1000¢X
QH00021 Human HMBS gPCR Primer Pair 200/1000¢X
QH00025 Human HPRT1 gPCR Primer Pair 200/1000¢X
QHO00029 Human HSP90AA1 gqPCR Primer Pair 200/1000¢X
QH00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢%
QHO00037 Human LDHA gPCR Primer Pair 200/1000¢%
QH00041 Human NONO gPCR Primer Pair 200/1000¢X
QH00045 Human PGK1 gPCR Primer Pair 200/1000¢X
QH00049 Human PPIA qPCR Primer Pair 200/1000¢X
QHO00053 Human RPL30 qPCR Primer Pair 200/1000¢X
QHO00057 Human RPLP0 qPCR Primer Pair 200/1000/5000¢X
QH00061 Human RPLP1 qPCR Primer Pair 200/1000¢%
QH00065 Human SDHA qPCR Primer Pair 200/1000¢X
QH00069 Human TBP qPCR Primer Pair 200/1000¢X
QH00073 Human TFRC gPCR Primer Pair 200/1000X
QHO00077 Human YWHAZ qPCR Primer Pair 200/1000¢X
QH00081 Human PPIH qPCR Primer Pair 200/1000¢%
QH00085 Human RPL13A gqPCR Primer Pair 200/1000¢%
QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢X
QH00093 Human RNA18S5 qPCR Primer Pair 200/1000¢X

¥ #EFFEHGAPDH, RPLPO. ACTB. TUBBFIB2Mf{EAMNZS, (HUIRIX =FTCHEMELRFFRK, 7 AZ2#E HHPRT18
RNA18SSIERNS, NIRFHERISZIRME, LIRS [Ytyn ﬁtt@)ﬂ[s 6]o
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2. /NEAAZSFIPIX

] R (2ES
QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢%
QMO00006 Mouse Rplp0 qPCR Primer Pair 200/1000/5000{%
QM00010 Mouse B2m qPCR Primer Pair 200/1000¢%
QMO00014 Mouse Gapdh gPCR Primer Pair 200/1000/5000¢%
QMO00018 Mouse Hck gPCR Primer Pair 200/1000¢%
QM00022 Mouse Hmbs qPCR Primer Pair 200/1000¢X
QMO00026 Mouse Hprt qPCR Primer Pair 200/1000X
QMO00030 Mouse Hsp90ab1 qPCR Primer Pair 200/1000/X
QM00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢X
QMO00038 Mouse Ldha qPCR Primer Pair 200/1000¢%
QMO00042 Mouse Pgkl qPCR Primer Pair 200/1000¢%
QMO00046 Mouse Rn18s qPCR Primer Pair 200/1000¢X
QMO00050 Mouse Rpl30 qPCR Primer Pair 200/1000X
QMO00054 Mouse Thp qPCR Primer Pair 200/1000/X
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000¢X
QM00062 Mouse Rpl13a qPCR Primer Pair 200/1000¢%
QMO00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000¢X
QM00070 Mouse Ywhaz qPCR Primer Pair 200/1000¢X
QMO00074 Mouse Nono qPCR Primer Pair 200/1000/X
QMO00078 Mouse Rplpl qPCR Primer Pair 200/1000/X
QM00082 Mouse Ppih qPCR Primer Pair 200/1000¢%
QMO00086 Mouse Sdha qPCR Primer Pair 200/1000¢%
QMO00090 Mouse Gusb qPCR Primer Pair 200/1000¢%
QMO00094 Mouse Ppia qPCR Primer Pair 200/1000¢X

1 M HGapdh, Rplp0. Actb, TubbMIB2mfEHNHZ

TERNS, IRENHERSERROER, BIRS [V a2 [5- 6]
3. H[KIZDNA (gDNA)5 ¥4 (FH T gDNAjG Betaill) :

, (EIRIX = TR e KR

o 7oK, AT RAZE A A Hprt18¢Rn18s

7 g S P AR %
QHO00101 Human HGDC Primer Pair 200/1000¢X
QMO00098 Mouse MGDC Primer Pair 200/1000¢X

i£: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7]o
4. SYBR Green qPCR Mix M AE#1:

7 S P2 A4 RR 2k
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step qRT-PCR Kit 100/500{%
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, [fji544%!) 1/5/25ml
D7503 BeyoFast™ SYBR Green gPCR Mix (2X, Low ROX, Fji5 %) 1/5/25ml
57507 BeyoFast™ SYBR Green qPSj) Mix (2X, High ROX, Biji5 4 1/5/25ml

Al
D7509 BeyoFast™ SYBR Green One-Step qRT-PCR Kit ([}ii5 4+%) 100/500%K
FASAO011-1pc BeyoGold™H i IE IR /4%
FSF002 9CE mPCRABIRIE(ABL 1 45) 207 /6%
FSF035-100pcs BeyoGold™# . E & PCR £ A IR (FE 5UY) 1007 /0%
FSF039-20pcs BeyoGold™ 7 iE = PCR A EI AR (B, iﬂ‘lﬂﬁ%) 207 /0%
FSF039-100pcs BeyoGold™»&E & PCRA RIS (B, #1457 4E) 100/ /f3%
FTUB325-1box BeyoGold™ qPCR/\HFE (0.2ml, “F-55, %) 125HF/&
FTUB325-10bxs BeyoGold™ qPCR/\BtHEE (0.2ml, “F-3& liﬁﬂ) 1258/, 108 /48
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FTUB337-5bxs

BeyoGold™# & s PCRAI964LMR (0.2ml, 4512, B

FTUB333 Wt BPCRA6FLIR (ABIF %) 20f /%
FTUB384 Wt EPCRAI3841LIR (ABI42) 204 /%
FTUB335-1box BeyoGold™Z )& & PCRAI96FLAR (0.2ml, FotEiH, iEHH) 107N/&
FTUB335-5bxs BeyoGold™¢ )& & PCRAI96FLAR (0.2ml, FotRiz, iEHA) 104N/&, S&E/F
FTUB337-1box BeyoGold™Ze e & PCRAI6FLIR(0.2ml, 4712, EHH) 100Y/&
( )

104N/8, S&E/H
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